The aetiology of Crohn's disease is unknown, but individual susceptibility seems to be influenced by genetic and environmental factors.
The high familial incidence, especially in first degree relatives, the rarity of nuclear families with both parents affected, and the high concordance of the disease in monozygotic twins as compared with dizygotic twins, strongly suggest an important role of genetic factors in the causation of the disease.' Until now, however, such a factor has not been established unequivocally and consistently. An association between Crohn's disease and immunoglobulin allotypes was described recently by Kagnoff et al,2 who found that for caucasoids with the Gm phenotype (a,x,f;b,g) the relative risk of developing Crohn's disease was [3] [4] [5] [6] [7] [8] [9] [10] [11] [12] [13] [14] [15] [16] [17] . The influence of the immunoglobulin allotypes on the incidence of Crohn's disease in a particular population can be estimated with the population attributable risk which is often referred as the aetiologic fraction,' which takes into account the relative risk and the relative frequency of the factor under study. Further analysis of the data reported by Kagnoff et al2 gave a population attributable risk of 26%, which means that 26% of the incidence of Crohn's disease can be attributed to the existence of individuals with the described Gm phenotype (a,x,f;b,g) in the general population under study. and haplotype GMax;g. The antigens Glm(z) and 
